Supplemental table I. Genes showing rapid upregulation by shade under phyB control. Global changes in gene expression in response to simulated vegetative shade were analysed in wild type (WT), phytochrome B mutant (phyB) and phytochrome A phytochrome B double mutant  (phyAB) seedlings.  Seven day old white-light grown seedlings were transferred to either one hour white light (1WL), one hour white + far red light (1FR), 24 hour white light (24WL) or 24 hour white + far red light (24FR). Transcripts matching predicted patterns of expression for genes showing rapid upregulation by shade under the control of phyB with a p-value of <0.01 are listed. Pattern fitting is described in the Materials and Methods. Probe set refers to the nomenclature used for the 8k Affymetrix chip. Expression values have been globally-scaled as described in the Materials and Methods.

	
	
	Expression level
	

	Probe Set
	p value
	WT 1WL
	WT 1FR
	WT 24WL
	WT 24FR
	phyB 1WL
	phyB 1FR
	phyB 24WL
	phyB 24FR
	phyAB 1WL
	phyAB 1FR
	phyAB 24WL
	phyAB 24FR
	Identifier
	Description

	19893_at
	0.00002
	20
	36
	20
	42
	38
	31
	35
	39
	36
	37
	40
	40
	At5g26760
	putative protein

	20531_at
	0.00040
	22
	57
	16
	39
	68
	55
	61
	47
	68
	63
	66
	48
	At1g08970
	CCAAT-binding factor

	18610_s_at
	0.00052
	100
	153
	136
	164
	167
	163
	179
	168
	175
	194
	163
	175
	At1g21720
	20S proteasome beta subunit C (PBC1)

	12182_at
	0.00061
	81
	118
	81
	115
	134
	142
	126
	116
	117
	131
	147
	151
	At2g26210
	unknown protein

	18133_s_at
	0.00111
	10
	16
	9
	17
	15
	19
	17
	16
	13
	18
	16
	13
	At4g15180
	hypothetical protein

	14711_s_at
	0.00239
	5
	16
	6
	16
	13
	21
	21
	21
	28
	23
	30
	22
	At2g40140
	CCCH-type zinc finger protein

	14881_at
	0.00258
	11
	20
	8
	14
	20
	17
	18
	20
	27
	24
	21
	21
	At4g32620
	putative protein

	13643_at
	0.00290
	20
	32
	23
	35
	42
	42
	27
	34
	39
	42
	43
	44
	At2g39960
	unknown protein

	15397_at
	0.00301
	13
	24
	14
	27
	23
	30
	34
	21
	23
	26
	30
	21
	At2g28100
	alpha-L-fucosidase

	17007_at
	0.00501
	17
	36
	30
	42
	42
	39
	46
	36
	50
	59
	48
	54
	At2g37250
	putative adenylate kinase

	15249_at
	0.00527
	5
	19
	5
	11
	17
	20
	20
	15
	12
	15
	13
	9
	At4g29880
	leucine-rich-repeat protein

	20637_at
	0.00566
	22
	34
	23
	32
	28
	30
	32
	27
	32
	35
	25
	31
	At4g35850
	putative plastid translation protein, CRP1

	16565_s_at
	0.00609
	58
	131
	76
	111
	98
	113
	134
	109
	87
	95
	106
	138
	At5g60850
	Dof zinc finger protein

	13535_at
	0.00624
	14
	22
	16
	22
	24
	27
	24
	26
	33
	35
	31
	34
	At4g32010
	VP1/ABI3 family regulatory protein

	16819_at
	0.00782
	39
	64
	42
	56
	54
	44
	52
	51
	65
	56
	61
	57
	At4g39050
	kinesin-related protein

	14433_at
	0.00900
	5
	18
	5
	15
	13
	8
	20
	10
	15
	16
	12
	11
	At3g54980
	putative plastid translation protein, CRP1


