Supplemental table II. Genes showing rapid downregulation by shade under phyB control. Global changes in gene expression in response to simulated vegetative shade were analysed in wild type (WT), phytochrome B mutant (phyB) and phytochrome A phytochrome B double mutant  (phyAB) seedlings.  Seven day old white-light grown seedlings were transferred to either one hour white light (1WL), one hour white + far red light (1FR), 24 hour white light (24WL) or 24 hour white + far red light (24FR). Transcripts matching predicted patterns of expression for genes showing rapid downregulation by shade under the control of phyB with a p-value of <0.01 are listed. Pattern fitting is described in the Materials and Methods. Probe set refers to the nomenclature used for the 8k Affymetrix chip. Expression values have been globally-scaled as described in the Materials and Methods.

	
	
	Expression level
	

	Probe Set
	p value
	WT 1WL
	WT 1FR
	WT 24WL
	WT 24FR
	phyB 1WL
	phyB 1FR
	phyB 24WL
	phyB 24FR
	phyAB 1WL
	phyAB 1FR
	phyAB 24WL
	phyAB 24FR
	Identifier
	Description

	13553_at
	0.00013
	15
	9
	17
	10
	11
	13
	9
	10
	10
	9
	11
	10
	At1g61190
	disease resistance protein

	14512_r_at
	0.00024
	173
	97
	175
	100
	135
	114
	120
	114
	116
	132
	135
	126
	At2g42690
	putative lipase

	13304_at
	0.00037
	23
	13
	17
	11
	12
	12
	9
	9
	7
	9
	9
	6
	At1g24330
	hypothetical protein

	20588_at
	0.00182
	81
	51
	77
	56
	44
	40
	65
	62
	62
	47
	46
	47
	At3g51870
	peroxisomal Ca-dependent solute carrier

	20271_at
	0.00349
	80
	51
	72
	57
	46
	39
	55
	63
	49
	42
	65
	52
	At4g37310
	cytochrome p450

	12499_at
	0.00418
	15
	8
	25
	15
	5
	8
	5
	10
	9
	7
	14
	7
	At2g16380
	phosphatidylinositol/phosphatidylcholine transfer

	14890_at
	0.00461
	86
	58
	69
	54
	45
	61
	56
	67
	56
	40
	56
	52
	At4g37920
	putative protein

	12048_at
	0.00654
	57
	36
	58
	50
	20
	16
	39
	40
	21
	21
	28
	23
	At4g02130
	glycosyl transferase

	19855_at
	0.00751
	54
	32
	39
	38
	37
	38
	32
	32
	39
	35
	32
	29
	At1g78600
	CONSTANS B-box zinc finger


