Supplemental table IX. Genes showing rapid upregulation by shade under the control of phyB, where phyA moderates this response in prolonged shade. Global changes in gene expression in response to simulated vegetative shade were analysed in wild type (WT), phytochrome B mutant (phyB) and phytochrome A phytochrome B double mutant  (phyAB) seedlings.  Seven day old white-light grown seedlings were transferred to either one hour white light (1WL), one hour white + far red light (1FR), 24 hour white light (24WL) or 24 hour white + far red light (24FR). Transcripts matching predicted patterns of expression for genes showing rapid upregulation by shade under the control of phyB, where phyA moderates this response in prolonged shade with a p-value of <0.01 are listed. Pattern fitting is described in the Materials and Methods. Probe set refers to the nomenclature used for the 8k Affymetrix chip. Expression values have been globally-scaled as described in the Materials and Methods.
	
	
	Expression level
	

	Probe Set
	p value
	WT 1WL
	WT 1FR
	WT 24WL
	WT 24FR
	phyB 1WL
	phyB 1FR
	phyB 24WL
	phyB 24FR
	phyAB 1WL
	phyAB 1FR
	phyAB 24WL
	phyAB 24FR
	Identifier
	Description

	18950_at
	0.00000
	43
	164
	62
	91
	172
	171
	161
	87
	141
	167
	176
	173
	At5g47370
	HAT2

	15321_at
	0.00005
	7
	37
	5
	5
	28
	37
	27
	9
	22
	38
	22
	28
	At4g28720
	dimethylaniline monooxygenase

	17573_at
	0.00007
	518
	1057
	473
	605
	812
	980
	798
	504
	858
	929
	811
	784
	At1g70940
	auxin transport protein PIN3

	13301_s_at
	0.00008
	85
	157
	125
	68
	188
	174
	206
	89
	159
	208
	215
	228
	At1g04240
	IAA3

	12167_at
	0.00012
	301
	501
	251
	341
	439
	439
	383
	311
	450
	513
	428
	447
	At3g51670
	polyphosphoinositide binding protein

	19563_s_at
	0.00013
	189
	293
	225
	243
	370
	345
	334
	212
	363
	432
	337
	329
	At4g31480
	bceta coatamer

	20210_g_at
	0.00019
	132
	196
	115
	146
	178
	197
	185
	145
	189
	214
	160
	188
	At4g39400
	BRI1

	18207_at
	0.00021
	5
	15
	8
	7
	14
	10
	13
	8
	15
	11
	14
	12
	At1g15570
	Cyclin A2

	19125_s_at
	0.00033
	115
	262
	124
	173
	273
	293
	212
	150
	270
	362
	241
	250
	At1g14920
	GAI

	19290_at
	0.00042
	37
	70
	30
	33
	67
	74
	60
	38
	64
	100
	89
	101
	At2g21540
	phosphatidylinositol phophatidylcholine transfer protein

	12947_at
	0.00042
	11
	33
	5
	9
	32
	55
	32
	7
	49
	42
	22
	31
	At4g36110
	auxin-induced protein

	12335_at
	0.00043
	40
	61
	45
	54
	67
	77
	60
	54
	68
	77
	70
	72
	At2g47060
	protein kinase

	13289_s_at
	0.00046
	7
	23
	14
	12
	38
	31
	32
	12
	41
	44
	35
	21
	At4g14560
	IAA1

	15328_at
	0.00051
	61
	96
	65
	66
	79
	93
	76
	61
	99
	112
	92
	98
	At4g37590
	Similar to NPH3/RPT2

	16501_s_at
	0.00054
	240
	425
	217
	292
	507
	591
	410
	275
	561
	587
	396
	400
	At1g68560
	alpha-xylosidase

	20452_s_at
	0.00056
	54
	82
	66
	40
	130
	114
	107
	54
	158
	146
	125
	97
	At1g23080
	auxin transport protein PIN7

	19662_s_at
	0.00061
	11
	18
	12
	12
	28
	20
	24
	15
	25
	31
	33
	29
	At3g61850
	Dof zinc finger transcription factor, DAG1/BBFa

	14036_at
	0.00061
	54
	81
	59
	63
	85
	95
	92
	70
	109
	111
	79
	99
	At3g54960
	protein disulfide-isomerase-like

	19597_s_at
	0.00068
	19
	34
	18
	16
	33
	30
	21
	19
	41
	40
	37
	35
	At4g17260
	lactate dehydrogenase (LDH1)

	14458_at
	0.00079
	5
	11
	8
	10
	16
	12
	11
	5
	12
	15
	13
	13
	At2g37330
	unknown protein

	14858_at
	0.00081
	9
	17
	10
	5
	13
	14
	17
	5
	18
	19
	22
	26
	At2g22890
	unknown protein

	14066_at
	0.00083
	115
	181
	117
	120
	193
	164
	162
	91
	172
	240
	182
	150
	At2g35880
	expressed protein

	17999_at
	0.00089
	8
	34
	18
	5
	97
	77
	63
	18
	99
	95
	70
	43
	At5g19530
	spermine synthase (ACL5)

	17292_at
	0.00096
	8
	21
	16
	15
	62
	49
	45
	7
	66
	77
	51
	45
	At5g49630
	AUX1 homologue. Amino acid permease 6

	20087_at
	0.00099
	6
	18
	7
	10
	17
	18
	10
	11
	17
	22
	18
	17
	At4g18300
	initiation factor-2Bepsilon-like

	13699_s_at
	0.00107
	13
	137
	13
	17
	78
	96
	40
	12
	87
	93
	72
	54
	At2g42870
	expressed protein

	17449_s_at
	0.00107
	167
	275
	220
	230
	331
	347
	254
	184
	301
	389
	305
	388
	At4g14440
	carnitine racemase like

	13577_s_at
	0.00109
	254
	402
	255
	288
	388
	374
	304
	222
	311
	409
	322
	386
	At4g24510
	CER2

	13210_s_at
	0.00144
	6
	9
	6
	5
	20
	11
	15
	5
	15
	21
	17
	12
	At1g11000
	Mlo protein isolog

	16185_at
	0.00144
	5
	8
	5
	5
	12
	13
	10
	9
	15
	13
	11
	15
	At2g28260
	cyclic nucleotide-regulated ion channel

	12976_at
	0.00147
	10
	20
	15
	17
	21
	17
	20
	16
	21
	21
	20
	23
	At4g02030
	hypothetical protein

	19158_at
	0.00148
	27
	46
	38
	39
	53
	52
	44
	32
	67
	68
	67
	64
	At3g55740
	proline transporter 2

	13660_i_at
	0.00166
	8
	37
	19
	5
	30
	15
	31
	6
	27
	36
	27
	21
	At1g15580
	IAA5

	15474_at
	0.00173
	35
	57
	42
	44
	48
	47
	50
	39
	51
	58
	47
	58
	At2g27910
	unknown protein

	12196_at
	0.00177
	19
	29
	32
	26
	47
	41
	53
	27
	51
	56
	61
	53
	At2g28410
	expressed protein

	18153_at
	0.00179
	14
	23
	11
	8
	26
	20
	20
	20
	25
	27
	24
	19
	At1g05590
	cellulase

	16265_at
	0.00182
	11
	24
	15
	16
	18
	18
	20
	15
	21
	24
	20
	26
	At2g46060
	hypothetical protein

	13465_at
	0.00182
	12
	21
	16
	15
	26
	23
	27
	17
	34
	36
	31
	22
	At4g33400
	Dem (defective embryo and meristems)

	18869_at
	0.00184
	7
	14
	6
	10
	18
	11
	20
	5
	21
	11
	15
	20
	At1g14190
	mandelonitrile lyase

	13170_s_at
	0.00189
	9
	25
	6
	10
	19
	24
	12
	11
	19
	27
	15
	23
	At2g45050
	GATA zinc finger protein

	18282_at
	0.00193
	26
	67
	18
	32
	41
	61
	39
	38
	48
	55
	52
	52
	At1g09250
	bHLH protein

	15782_at
	0.00193
	18
	30
	21
	22
	26
	28
	35
	26
	28
	30
	28
	28
	At1g05350
	unknown protein

	14112_at
	0.00199
	5
	24
	22
	5
	32
	27
	41
	5
	64
	57
	55
	42
	At2g41820
	leucine-rich repeat transmembrane protein kinase

	12148_at
	0.00209
	18
	42
	24
	24
	37
	43
	34
	29
	45
	39
	62
	40
	At2g45670
	unknown protein

	19281_i_at
	0.00231
	20
	34
	18
	27
	54
	56
	34
	27
	51
	58
	35
	42
	At2g23180
	cytochrome P450

	16989_at
	0.00244
	64
	238
	67
	113
	212
	287
	155
	96
	207
	338
	139
	209
	At4g27260
	GH3 like

	14934_at
	0.00247
	6
	9
	12
	5
	17
	16
	13
	6
	20
	18
	14
	17
	At2g40070
	En/Spm-like transposon

	14456_at
	0.00247
	9
	16
	14
	14
	17
	19
	22
	10
	14
	19
	17
	20
	At1g61690
	hypothetical protein

	18378_at
	0.00283
	5
	8
	5
	5
	25
	28
	18
	10
	29
	38
	25
	36
	At1g61260
	expressed protein

	17771_at
	0.00293
	19
	43
	22
	25
	38
	43
	23
	28
	43
	34
	40
	41
	At1g26830
	E3 ubiquitin ligase SCF complex subunit Cullin

	19039_at
	0.00297
	38
	56
	41
	30
	46
	43
	42
	32
	52
	43
	47
	53
	At1g08900
	sugar transport protein

	20488_at
	0.00299
	14
	30
	5
	8
	86
	64
	28
	13
	66
	76
	39
	43
	At4g34770
	small auxin up-regulated RNA

	16606_s_at
	0.00306
	183
	283
	226
	236
	264
	254
	340
	236
	276
	287
	307
	265
	At5g62010
	auxin response transcription factor

	15187_s_at
	0.00324
	14
	21
	30
	19
	46
	39
	56
	22
	50
	57
	50
	45
	At5g48460
	fimbrin 2

	13781_at
	0.00325
	39
	73
	51
	61
	88
	87
	93
	56
	62
	78
	78
	62
	At2g18010
	auxin-regulated

	12118_at
	0.00329
	89
	167
	82
	148
	182
	187
	126
	95
	194
	265
	190
	197
	At4g39840
	putative protein

	14574_at
	0.00334
	15
	32
	19
	25
	45
	35
	36
	29
	50
	48
	46
	28
	At4g32290
	putative protein

	17020_s_at
	0.00351
	15
	23
	16
	13
	22
	17
	21
	17
	23
	20
	20
	17
	At5g41370
	TFIIH basal transcription factor

	14285_at
	0.00354
	5
	8
	7
	5
	24
	23
	12
	8
	21
	28
	25
	17
	At4g37890
	putative protein

	19188_at
	0.00367
	22
	33
	24
	22
	32
	38
	36
	24
	44
	47
	44
	25
	At4g01400
	hypothetical protein

	17132_at
	0.00374
	16
	28
	22
	15
	21
	29
	24
	21
	35
	29
	35
	29
	At1g05360
	expressed protein

	19752_s_at
	0.00383
	75
	118
	79
	89
	103
	90
	86
	84
	106
	108
	112
	112
	At2g28070
	ABC transporter family protein

	12154_at
	0.00399
	23
	39
	27
	23
	44
	38
	36
	24
	49
	69
	41
	41
	At2g35190
	expressed protein

	12181_at
	0.00412
	36
	55
	35
	30
	47
	52
	40
	31
	54
	71
	45
	46
	At2g26680
	expressed protein

	19660_at
	0.00420
	150
	230
	260
	266
	724
	770
	680
	351
	753
	663
	772
	462
	At2g40610
	expansin

	13439_at
	0.00434
	8
	14
	7
	10
	16
	14
	17
	8
	21
	32
	24
	20
	At4g22780
	Translation factor EF-1 alpha - like

	13662_s_at
	0.00435
	752
	1157
	739
	1043
	1271
	1220
	997
	780
	1305
	1214
	1036
	930
	At3g23050
	IAA7

	13400_s_at
	0.00436
	12
	18
	11
	13
	31
	24
	19
	16
	19
	31
	20
	28
	At4g17180
	3-glucanase

	12892_g_at
	0.00440
	8
	18
	17
	12
	18
	19
	25
	16
	18
	20
	21
	21
	At4g11280
	ACC synthase

	12595_at
	0.00477
	20
	35
	21
	24
	28
	41
	32
	29
	27
	34
	33
	33
	At5g12840
	CCAAT box binding factor

	18641_at
	0.00506
	8
	18
	13
	15
	16
	13
	16
	5
	20
	17
	18
	17
	At4g00850
	expressed protein

	13291_s_at
	0.00508
	6
	16
	5
	5
	18
	14
	14
	11
	24
	16
	15
	8
	At4g28640
	IAA11

	14865_at
	0.00519
	6
	9
	12
	7
	22
	16
	20
	9
	28
	26
	19
	18
	At2g37080
	myosin heavy chain

	16589_s_at
	0.00525
	6
	14
	5
	5
	12
	14
	11
	12
	14
	18
	9
	15
	At2g16720
	myb DNA-binding

	14521_at
	0.00537
	18
	27
	22
	20
	39
	30
	27
	27
	34
	42
	35
	29
	At4g38340
	putative protein

	20253_at
	0.00561
	5
	9
	6
	9
	18
	14
	11
	5
	26
	22
	22
	15
	At2g21300
	kinesin heavy chain

	16120_s_at
	0.00567
	290
	587
	358
	521
	634
	634
	577
	400
	494
	564
	466
	491
	At3g45780
	nonphototropic hypocotyl 1

	19510_at
	0.00567
	12
	45
	17
	13
	23
	26
	37
	13
	18
	40
	28
	27
	At1g77200
	transcription factor TINY

	15933_at
	0.00576
	49
	98
	33
	44
	97
	103
	80
	64
	125
	136
	80
	54
	At1g21830
	unknown protein

	18294_at
	0.00586
	11
	17
	7
	7
	17
	21
	17
	17
	20
	26
	30
	18
	At2g25790
	leucine-rich repeat transmembrane protein kinase

	14547_at
	0.00594
	26
	48
	39
	32
	77
	62
	63
	33
	118
	135
	120
	97
	At4g03190
	F-box protein GRR1-like

	13040_at
	0.00641
	13
	21
	14
	13
	21
	25
	23
	24
	32
	34
	30
	28
	At2g19160
	unknown protein

	15943_at
	0.00654
	28
	42
	43
	19
	50
	29
	50
	17
	60
	63
	58
	50
	At1g79500
	2-dehydro-3-deoxyphosphooctonate aldolase

	19177_at
	0.00657
	48
	276
	8
	29
	635
	702
	163
	13
	628
	1050
	352
	392
	At5g22500
	male sterility 2-like

	16321_at
	0.00676
	25
	37
	22
	25
	26
	33
	30
	30
	37
	37
	34
	40
	At3g48195
	Expressed protein

	12179_at
	0.00679
	27
	54
	32
	39
	56
	66
	53
	43
	81
	94
	75
	115
	At2g41760
	Expressed protein

	12487_at
	0.00693
	14
	21
	15
	16
	48
	51
	38
	23
	68
	87
	43
	65
	At2g47000
	ABC transporter family

	14286_at
	0.00727
	23
	37
	37
	23
	52
	58
	54
	44
	51
	46
	69
	47
	At4g10150
	rotein; RING-H2 finger

	13296_s_at
	0.00730
	13
	117
	33
	38
	135
	146
	125
	52
	154
	361
	146
	240
	At3g15540
	IAA19

	17872_at
	0.00737
	112
	174
	111
	133
	143
	173
	132
	119
	163
	214
	143
	179
	At4g32285
	Aux22d

	19374_at
	0.00761
	5
	13
	13
	11
	58
	65
	38
	33
	83
	82
	84
	96
	At2g28670
	fibroin-related

	19322_at
	0.00809
	40
	58
	41
	37
	45
	74
	46
	36
	89
	87
	66
	69
	At1g47710
	serpin

	20502_at
	0.00822
	14
	44
	20
	46
	53
	52
	49
	33
	40
	47
	67
	43
	At2g21200
	auxin-regulated protein

	18881_at
	0.00854
	78
	123
	104
	72
	328
	320
	192
	88
	477
	667
	421
	472
	At1g12080
	expressed protein

	19839_at
	0.00880
	13
	45
	37
	54
	113
	61
	115
	39
	136
	138
	115
	65
	At2g28790
	thaumatin

	12039_at
	0.00900
	9
	19
	21
	16
	50
	51
	42
	36
	63
	82
	76
	68
	At2g39430
	disease resistance response protein-related

	16078_s_at
	0.00911
	20
	41
	31
	24
	31
	36
	32
	28
	42
	55
	40
	53
	At3g16500
	phytochrome-associated protein 1 (PAP1)

	15414_at
	0.00925
	16
	27
	18
	17
	30
	18
	26
	17
	27
	34
	23
	20
	At2g37990
	expressed protein


