Supplemental table VIII. Genes showing rapid downregulation by shade under phyC, D or E control. Global changes in gene expression in response to simulated vegetative shade were analysed in wild type (WT), phytochrome B mutant (phyB) and phytochrome A phytochrome B double mutant  (phyAB) seedlings.  Seven day old white-light grown seedlings were transferred to either one hour white light (1WL), one hour white + far red light (1FR), 24 hour white light (24WL) or 24 hour white + far red light (24FR). Transcripts matching predicted patterns of expression for genes showing rapid downregulation by shade under the control of phyC, D or E with a p-value of <0.01 are listed. Pattern fitting is described in the Materials and Methods. Probe set refers to the nomenclature used for the 8k Affymetrix chip. Expression values have been globally-scaled as described in the Materials and Methods.
	
	
	Expression level
	

	Probe Set
	p value
	WT 1WL
	WT 1FR
	WT 24WL
	WT 24FR
	phyB 1WL
	phyB 1FR
	phyB 24WL
	phyB 24FR
	phyAB 1WL
	phyAB 1FR
	phyAB 24WL
	phyAB 24FR
	Identifier
	Description

	13695_s_at
	0.00035
	56
	33
	54
	39
	51
	28
	41
	32
	42
	29
	46
	24
	At3g20600
	non-race specific disease resistance protein (NDR1)

	19127_at
	0.00209
	49
	33
	60
	44
	63
	47
	72
	47
	58
	44
	74
	50
	At2g03750
	steroid sulfotransferase

	14733_s_at
	0.00349
	236
	138
	301
	139
	192
	159
	433
	102
	284
	131
	314
	229
	At2g39800
	delta-1-pyrroline 5-carboxylase synthetase (P5C1)

	14664_i_at
	0.00511
	47
	26
	69
	48
	75
	48
	81
	52
	79
	55
	77
	54
	At1g78580
	trehalose-6-phosphate synthase

	16610_s_at
	0.00824
	13
	7
	19
	8
	18
	9
	13
	12
	13
	13
	19
	13
	At1g19050
	response regulator 5

	12886_s_at
	0.00927
	214
	136
	186
	198
	240
	191
	260
	160
	187
	136
	198
	132
	At1g77490
	thylakoid-bound ascorbate peroxidase

	13026_at
	0.00927
	14
	7
	26
	8
	21
	10
	24
	16
	10
	12
	20
	5
	At2g30540
	putative glutaredoxin


